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Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 
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Started: 2007-12-21 17:00:15.219 
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Total Warnings: 64 

Total Errors: 0 

No. of SeqIDs Defined: 64 

Actual SeqID Count: 64 

Error code Error Description 

This error has occured more than 20 times, will not be displayed 



SEQUENCE LISTING 



<110> The Government of the United States of America, as 

represented by the Secretary of the Department of Health and 
Human Services, Centers for Disease Control and Prevention 
Chang, Gwong-Jen J. 

<12 0> NUCLEIC ACID VACCINES FOR PREVENTION OF FLAVIVIRUS INFECTION 

<130> 6395-64909-02 

<140> 10500796 
<141> 2004-07-06 



<15 0> PCT/US02/10 7 64 

<151> 2002-04-04 

<150> 09/826,115 

<151> 2001-04-04 

<150> 09/701,536 

<151> 2000-11-29 

<150> PCT/US99/12298 

<151> 1999-06-03 

<150> 60/087,908 

<151> 1998-06-04 

<160> 64 

<170> Patentln version 3.3 



<210> 


1 


<211> 


48 


<212> 


DNA 


<213> 


Artificial 


<220> 





<223> Description of artificial sequence; note = synthetic construct 



<220> 

<221> misc_feature 

<222> (1) . . (48) 

<223> Amplimer 14DV389 

<220> 

<221> CDS 

<222> (25) . . (48) 

<400> 1 

cttggtacct ctagagccgc cgcc atg ggc aga aag caa aac aaa aga 4 8 

Met Gly Arg Lys Gin Asn Lys Arg 
1 5 



<210> 2 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 

<400> 2 

Met Gly Arg Lys Gin Asn Lys Arg 
1 5 



<210> 3 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of artificial sequence; note = synthetic construct 



<220> 

<221> misc_f eature 

<222> (1) . . (50) 

<223> Amplimer cl4DV2453 

<400> 3 

ttttcttttg cggccgctca aacttaagca tgcacattgg tcgctaagaa 50 



<210> 4 

<211> 48 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of artificial sequence; note = synthetic construct 



<220> 

<221> misc_f eature 

<222> (1) . . (48) 

<223> Amplimer YFDV389 

<220> 

<221> CDS 

<222> (25) . . (48) 

<400> 4 

cttggtacct ctagagccgc cgcc atg cgt tec cat gat gtt ctg act 48 

Met Arg Ser His Asp Val Leu Thr 
1 5 



<210> 5 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 

<400> 5 

Met Arg Ser His Asp Val Leu Thr 
1 5 



<210> 6 

<211> 41 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of artificial sequence; note = synthetic construct 

<220> 

<221> misc_f eature 

<222> (1) . . (41) 

<223> Amplimer CYFDV2452 



<210> 7 

<211> 51 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of artificial sequence; note = synthetic construct 

<220> 

<221> misc_feature 

<222> (1) . . (51) 

<223> Amplimer SLEDV410 

<220> 

<221> CDS 

<222> (25) . . (51) 



<400> 



6 



ttttcttttg cggccgctca cgccccaact cctagagaaa c 



41 



<400> 



7 



cttggtacct ctagagccgc cgcc atg tct aaa aaa aga gga ggg acc aga 

Met Ser Lys Lys Arg Gly Gly Thr Arg 



51 



1 



5 



<210> 



8 



<211> 
<212> 
<213> 



9 

PRT 

Artificial Sequence 



<220> 



<223> Synthetic Construct 



<400> 



8 



Met Ser Lys Lys Arg Gly Gly Thr Arg 



1 



5 



<210> 9 

<211> 38 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of artificial sequence; note = synthetic construct 

<220> 

<221> misc_f eature 

<222> (1) . . (38) 

<223> Amplimer CSLEDV2449 



<210> 10 

<211> 7500 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of artificial sequence; note = synthetic construct 

<220> 

<221> mi sc_f eature 

<222> (1) - - (7500) 

<223> pCDJE 2-7 

<220> 

<221> CDS 

<222> (916) . . (3009) 

<400> 10 

gacggatcgg gagatctccc gatcccctat ggtcgactct cagtacaatc tgctctgatg 60 

ccgcatagtt aagccagtat ctgctccctg cttgtgtgtt ggaggtcgct gagtagtgcg 120 

cgagcaaaat ttaagctaca acaaggcaag gcttgaccga caattgcatg aagaatctgc 18 0 



<400> 



9 



ttttcttttg cggccgctta ggcttgcacg ctggttgc 



38 



ttagggttag gcgttttgcg ctgcttcgcg atgtacgggc cagatatacg cgttgacatt 240 



gattattgac tagttattaa tagtaatcaa ttacggggtc attagttcat agcccatata 300 

tggagttccg cgttacataa cttacggtaa atggcccgcc tggctgaccg cccaacgacc 360 

cccgcccatt gacgtcaata atgacgtatg ttcccatagt aacgccaata gggactttcc 420 

attgacgtca atgggtggac tatttacggt aaactgccca cttggcagta catcaagtgt 480 

atcatatgcc aagtacgccc cctattgacg tcaatgacgg taaatggccc gcctggcatt 540 

atgcccagta catgacctta tgggactttc ctacttggca gtacatctac gtattagtca 600 

tcgctattac catggtgatg cggttttggc agtacatcaa tgggcgtgga tagcggtttg 660 

actcacgggg atttccaagt ctccacccca ttgacgtcaa tgggagtttg ttttggcacc 720 

aaaatcaacg ggactttcca aaatgtcgta acaactccgc cccattgacg caaatgggcg 780 

gtaggcgtgt acggtgggag gtctatataa gcagagctct ctggctaact agagaaccca 840 

ctgcttactg gcttatcgaa attaatacga ctcactatag ggagacccaa gcttggtacc 900 

gagctcgccg ccgcc atg ggc aga aag caa aac aaa aga gga gga aat gaa 951 
Met Gly Arg Lys Gin Asn Lys Arg Gly Gly Asn Glu 

15 10 

ggc tea ate atg tgg etc gcg age ttg gca gtt gtc ata get tgt gcg 999 

Gly Ser lie Met Trp Leu Ala Ser Leu Ala Val Val lie Ala Cys Ala 

15 20 25 

gga gec atg aag ttg teg aat ttc cag ggg aag ctt ttg atg acc ate 1047 

Gly Ala Met Lys Leu Ser Asn Phe Gin Gly Lys Leu Leu Met Thr lie 

30 35 40 

aac aac acg gac att gca gac gtt ate gtg att ccc acc tea aaa gga 1095 

Asn Asn Thr Asp lie Ala Asp Val lie Val lie Pro Thr Ser Lys Gly 

45 50 55 60 

gag aac aga tgc tgg gtc egg gca ate gac gtc ggc tac atg tgt gag 114 3 

Glu Asn Arg Cys Trp Val Arg Ala lie Asp Val Gly Tyr Met Cys Glu 

65 70 75 

gac act ate acg tac gaa tgt cct aag ctt acc atg ggc aat gat cca 1191 

Asp Thr lie Thr Tyr Glu Cys Pro Lys Leu Thr Met Gly Asn Asp Pro 

80 85 90 

gag gat gtg gat tgc tgg tgt gac aac caa gaa gtc tac gtc caa tat 1239 

Glu Asp Val Asp Cys Trp Cys Asp Asn Gin Glu Val Tyr Val Gin Tyr 

95 100 105 

gga egg tgc acg egg acc agg cat tec aag cga age agg aga tec gtg 1287 

Gly Arg Cys Thr Arg Thr Arg His Ser Lys Arg Ser Arg Arg Ser Val 

110 115 120 



teg gtc caa aca cat ggg gag agt tea eta gtg aat aaa aaa gag get 1335 
Ser Val Gin Thr His Gly Glu Ser Ser Leu Val Asn Lys Lys Glu Ala 



125 



130 



135 



140 



tgg ctg gat tea acg aaa gec aca cga tat etc atg aaa act gag aac 138 3 

Trp Leu Asp Ser Thr Lys Ala Thr Arg Tyr Leu Met Lys Thr Glu Asn 

145 150 155 

tgg ate ata agg aat cct ggc tat get ttc ctg gcg gcg gta ctt ggc 1431 

Trp lie lie Arg Asn Pro Gly Tyr Ala Phe Leu Ala Ala Val Leu Gly 

160 165 170 

tgg atg ctt ggc agt aac aac ggt caa cgc gtg gta ttt acc ate etc 147 9 

Trp Met Leu Gly Ser Asn Asn Gly Gin Arg Val Val Phe Thr lie Leu 
175 180 185 

ctg ctg ttg gtc get ccg get tac agt ttt aat tgt ctg gga atg ggc 1527 

Leu Leu Leu Val Ala Pro Ala Tyr Ser Phe Asn Cys Leu Gly Met Gly 

190 195 200 

aat cgt gac ttc ata gaa gga gec agt gga gec act tgg gtg gac ttg 1575 

Asn Arg Asp Phe lie Glu Gly Ala Ser Gly Ala Thr Trp Val Asp Leu 

205 210 215 220 

gtg ctg gaa gga gat age tgc ttg aca ate atg gca aac gac aaa cca 162 3 

Val Leu Glu Gly Asp Ser Cys Leu Thr lie Met Ala Asn Asp Lys Pro 

225 230 235 

aca ttg gac gtc cgc atg att aac ate gaa get age caa ctt get gag 1671 

Thr Leu Asp Val Arg Met lie Asn lie Glu Ala Ser Gin Leu Ala Glu 

240 245 250 

gtc aga agt tac tgc tat cat get tea gtc act gac ate teg acg gtg 1719 

Val Arg Ser Tyr Cys Tyr His Ala Ser Val Thr Asp lie Ser Thr Val 
255 260 265 

get egg tgc ccc acg act gga gaa gee cac aac gag aag cga get gat 17 67 

Ala Arg Cys Pro Thr Thr Gly Glu Ala His Asn Glu Lys Arg Ala Asp 

270 275 280 

agt age tat gtg tgc aaa caa ggc ttc act gac cgt ggg tgg ggc aac 1815 

Ser Ser Tyr Val Cys Lys Gin Gly Phe Thr Asp Arg Gly Trp Gly Asn 

285 290 295 300 

gga tgt gga ctt ttc ggg aag gga age att gac aca tgt gca aaa ttc 1863 

Gly Cys Gly Leu Phe Gly Lys Gly Ser lie Asp Thr Cys Ala Lys Phe 

305 310 315 

tec tgc acc agt aaa gcg att ggg aga aca ate cag cca gaa aac ate 1911 

Ser Cys Thr Ser Lys Ala lie Gly Arg Thr lie Gin Pro Glu Asn lie 

320 325 330 

aaa tac gaa gtt ggc att ttt gtg cat gga acc acc act teg gaa aac 1959 

Lys Tyr Glu Val Gly lie Phe Val His Gly Thr Thr Thr Ser Glu Asn 
335 340 345 

cat ggg aat tat tea gcg caa gtt ggg gcg tec cag gcg gca aag ttt 2007 

His Gly Asn Tyr Ser Ala Gin Val Gly Ala Ser Gin Ala Ala Lys Phe 

350 355 360 



aca gta aca 

Thr Val Thr 

365 

gga gaa gtc 

Gly Glu Val 

gcg ttt tac 

Ala Phe Tyr 

gag tgg ttt 

Glu Trp Phe 
415 

gcg tgg aga 

Ala Trp Arg 
430 

aca aaa cag 

Thr Lys Gin 
445 

cag gcg ttg 

Gin Ala Leu 



tta aca tea 
Leu Thr Ser 



ctg aaa ggc 
Leu Lys Gly 
495 

aaa aat ccg 
Lys Asn Pro 
510 

tac tct ggg 
Tyr Ser Gly 
525 

age etc aat 
Ser Leu Asn 



ttc gtc gcg 
Phe Val Ala 



ccc ccc ttc 
Pro Pro Phe 
575 



ccc aat get 
Pro Asn Ala 
370 

aca ctg gac 
Thr Leu Asp 
385 

gtc atg acc 
Val Met Thr 
400 

cat gac etc 
His Asp Leu 



aac aga gaa 
Asn Arg Glu 



tec gtt gtt 

Ser Val Val 
450 

gca gga gec 

Ala Gly Ala 
465 

ggc cac ctg 

Gly His Leu 
480 

aca acc tat 

Thr Thr Tyr 

gcg gac act 

Ala Asp Thr 



agt gat ggc 

Ser Asp Gly 
530 

gac atg acc 

Asp Met Thr 
545 

act tec agt 

Thr Ser Ser 
560 

gga gac tec 

Gly Asp Ser 



cct teg ata 
Pro Ser lie 



tgt gag cca 
Cys Glu Pro 



gtg ggg tea 

Val Gly Ser 
405 

get etc ccc 

Ala Leu Pro 
420 

etc etc atg 

Leu Leu Met 
435 

get ctt ggg 

Ala Leu Gly 



ate gtg gtg 
lie Val Val 



aaa tgt agg 

Lys Cys Arg 
485 

ggc atg tgt 

Gly Met Cys 
500 

ggt cac gga 

Gly His Gly 
515 

ccc tgc aaa 

Pro Cys Lys 

ccc gtt ggg 

Pro Val Gly 



gec age tea 
Ala Ser Ser 
565 

tac ate gta 
Tyr lie Val 
580 



acc etc aaa 

Thr Leu Lys 
375 

agg agt gga 

Arg Ser Gly 
390 

aag tea ttt 

Lys Ser Phe 

tgg acg tec 

Trp Thr Ser 



gaa ttt gaa 

Glu Phe Glu 
440 

tea cag gaa 

Ser Gin Glu 
455 

gag tac tea 

Glu Tyr Ser 
470 

ctg aaa atg 

Leu Lys Met 



aca gaa aaa 
Thr Glu Lys 



aca gtt gtc 

Thr Val Val 
520 

att ccg att 

lie Pro lie 
535 

egg ctg gtg 

Arg Leu Val 
550 

aag gtg ctg 

Lys Val Leu 

gtt gga agg 

Val Gly Arg 



ctt ggt gac 
Leu Gly Asp 



ctg aac act 
Leu Asn Thr 
395 

ctg gtc cat 
Leu Val His 
410 

cct teg age 
Pro Ser Ser 
425 

gag gcg cac 
Glu Ala His 



gga ggc etc 
Gly Gly Leu 



age tea gtg 
Ser Ser Val 
475 

gac aaa ctg 
Asp Lys Leu 
490 

ttc teg ttc 
Phe Ser Phe 
505 

att gaa etc 
lie Glu Leu 



get tec gtt 
Ala Ser Val 



aca gtg aac 

Thr Val Asn 
555 

gtc gag atg 

Val Glu Met 
570 

gga gac aag 

Gly Asp Lys 
585 



tac 2055 

Tyr 

380 

gaa 210 3 

Glu 



agg 2151 
Arg 

aca 2199 
Thr 



gec 2247 
Ala 



cat 22 95 

His 

460 

aag 2 34 3 

Lys 

get 2391 
Ala 



gcg 2439 
Ala 



tec 2487 
Ser 



gcg 2535 

Ala 

540 

ccc 2583 
Pro 



gaa 2 631 

Glu 



cag 2 67 9 

Gin 



ate aac cac cat tgg cac aaa get gga age acg ctg ggc aag gec ttt 2727 

lie Asn His His Trp His Lys Ala Gly Ser Thr Leu Gly Lys Ala Phe 

590 595 600 

tea aca act ttg aag gga get caa aga ctg gca gcg ttg ggc gac aca 2775 

Ser Thr Thr Leu Lys Gly Ala Gin Arg Leu Ala Ala Leu Gly Asp Thr 
605 610 615 620 

gec tgg gac ttt ggc tct att gga ggg gtc ttc aac tec ata gga aaa 2823 

Ala Trp Asp Phe Gly Ser lie Gly Gly Val Phe Asn Ser lie Gly Lys 
625 630 635 

gec gtt cac caa gtg ttt ggt ggt gec ttc aga aca etc ttt ggg gga 2871 

Ala Val His Gin Val Phe Gly Gly Ala Phe Arg Thr Leu Phe Gly Gly 
640 645 650 

atg tct tgg ate aca caa ggg eta atg ggt gec eta ctg etc tgg atg 2919 

Met Ser Trp lie Thr Gin Gly Leu Met Gly Ala Leu Leu Leu Trp Met 
655 660 665 

ggc gtc aac gca cga gac cga tea att get ttg gec ttc tta gec aca 2967 

Gly Val Asn Ala Arg Asp Arg Ser lie Ala Leu Ala Phe Leu Ala Thr 

670 675 680 

ggg ggt gtg etc gtg ttc tta gcg acc aat gtg cat get taa 3009 

Gly Gly Val Leu Val Phe Leu Ala Thr Asn Val His Ala 
685 690 695 

ttagtttgag cggccgctcg ageatgeate tagagggece tattctatag tgtcacctaa 3069 

atgetagage tegctgatea gcctcgactg tgecttctag ttgccagcca tctgttgttt 3129 

gcccctcccc cgtgccttcc ttgaccctgg aaggtgccac tcccactgtc ctttcctaat 3189 

aaaatgagga aattgeateg cattgtctga gtaggtgtca ttctattctg gggggtgggg 324 9 

tggggcagga cagcaagggg gaggattggg aagacaatag caggcatget ggggatgegg 330 9 

tgggctctat ggcttctgag gcggaaagaa ccagctgggg ctctaggggg tatccccacg 3369 

cgccctgtag eggegcatta agegeggegg gtgtggtggt tacgcgcagc gtgacegcta 342 9 

cacttgccag cgccctagcg cccgctcctt tegctttett cccttccttt ctcgccacgt 3489 

tcgccggctt tccccgtcaa gctctaaatc ggggcatccc tttagggttc cgatttagtg 3549 

etttaeggea cctcgacccc aaaaaacttg attagggtga tggttcacgt agtgggccat 360 9 

cgccctgata gacggttttt cgccctttga cgttggagtc cacgttcttt aatagtggac 3669 

tcttgttcca aactggaaca acactcaacc etatcteggt ctattctttt gatttataag 3729 

ggattttggg gattteggee tattggttaa aaaatgagct gatttaacaa aaatttaacg 378 9 

cgaattaatt ctgtggaatg tgtgtcagtt agggtgtgga aagtccccag gctccccagg 384 9 



caggcagaag tatgeaaage atgeatctea attagtcagc aaccaggtgt ggaaagtccc 



3909 



caggctcccc agcaggcaga agtatgcaaa gcatgcatct caattagtca gcaaccatag 3969 

tcccgcccct aactccgccc atcccgcccc taactccgcc cagttccgcc cattctccgc 4029 

cccatggctg actaattttt tttatttatg cagaggccga ggccgcctct gcctctgagc 4089 

tattccagaa gtagtgagga ggcttttttg gaggcctagg cttttgcaaa aagctcccgg 414 9 

gagcttgtat atccattttc ggatctgatc aagagacagg atgaggatcg tttcgcatga 420 9 

ttgaacaaga tggattgcac gcaggttctc cggccgcttg ggtggagagg ctattcggct 4269 

atgactgggc acaacagaca atcggctgct ctgatgccgc cgtgttccgg ctgtcagcgc 432 9 

aggggcgccc ggttcttttt gtcaagaccg acctgtccgg tgccctgaat gaactgcagg 438 9 

acgaggcagc gcggctatcg tggctggcca cgacgggcgt tccttgcgca gctgtgctcg 444 9 

acgttgtcac tgaagcggga agggactggc tgctattggg cgaagtgccg gggcaggatc 450 9 

tcctgtcatc tcaccttgct cctgccgaga aagtatccat catggctgat gcaatgcggc 4569 

ggctgcatac gcttgatccg gctacctgcc cattcgacca ccaagcgaaa catcgcatcg 4 62 9 

agcgagcacg tactcggatg gaagccggtc ttgtcgatca ggatgatctg gacgaagagc 4 68 9 

atcaggggct cgcgccagcc gaactgttcg ccaggctcaa ggcgcgcatg cccgacggcg 474 9 

aggatctcgt cgtgacccat ggcgatgcct gcttgccgaa tatcatggtg gaaaatggcc 480 9 

gcttttctgg attcatcgac tgtggccggc tgggtgtggc ggaccgctat caggacatag 4869 

cgttggctac ccgtgatatt gctgaagagc ttggcggcga atgggctgac cgcttcctcg 4 92 9 

tgctttacgg tatcgccgct cccgattcgc agcgcatcgc cttctatcgc cttcttgacg 4989 

agttcttctg agcgggactc tggggttcga aatgaccgac caagcgacgc ccaacctgcc 504 9 

atcacgagat ttcgattcca ccgccgcctt ctatgaaagg ttgggcttcg gaatcgtttt 510 9 

ccgggacgcc ggctggatga tcctccagcg cggggatctc atgctggagt tcttcgccca 5169 

ccccaacttg tttattgcag cttataatgg ttacaaataa agcaatagca tcacaaattt 522 9 

cacaaataaa gcattttttt cactgcattc tagttgtggt ttgtccaaac tcatcaatgt 528 9 

atcttatcat gtctgtatac cgtcgacctc tagctagagc ttggcgtaat catggtcata 534 9 

gctgtttcct gtgtgaaatt gttatccgct cacaattcca cacaacatac gagccggaag 540 9 

cataaagtgt aaagcctggg gtgcctaatg agtgagctaa ctcacattaa ttgcgttgcg 5469 

ctcactgccc gctttccagt cgggaaacct gtcgtgccag ctgcattaat gaatcg 



